O6mectBo ¢ orpannuennoii OTBETCTBEHHOCTHIO
Hayuno — npouseoxcreennas bupma Hcenenoarenbexmii HeHTp»
Poccens, 630559, Hosocubupekan obnacrp, Hosocu6upcknii paiion,
p.n. Konbuoro, npomsona, Kopmye 200, opuc 426
IlouToBslii anpec: 630559, HoBocuGupcekasn obnacts, p.n. Koasnoso, a/a 247
Tenedon / paxe: (383) 336-71-32, 336-52-65, 325-30-73 — OTAeN mponak,
(383) 336-52-72 — Gyxranrepus

N7

KavecrBennoe yaocrosepenne Ne 284 or 22 anpens 2019 .

BAB Bertom 1.23/1 Onut; skma.c/n#l

Toprosoe Hanmenosanne BAB Berom 123,

Mewxayunapoanoe natentopannoe HanMmeHoBanne BAB: Vetom 1.23.

®opma BeINYCKa: KHUIKOCTS, (nakon u3 nonuMepHbIx MaTepHaoB C NMUNETKOHH.
Homep cepun: 040419,

Obnem cepun, npexbsiBasemoii na HenbITanns: 500 T,

Mecro orGopa: 110,

Hata orGopa: 16.04.219,

Hara nocrynnenus 8 UJIBTK: 16.04.2019.

- Koanyecreo mocrynueimmx o6pasuos: 10 gnakoHos B HHAHBHIYANBHOIi KAPTOHHOMH Kopobke 1o 10 M.
10. Kem oTo6pana npo6a: nabopanr O.B. Turosa,

11. MsBewenne ot: 16.04.2019.

DN AR N

Ne HawmeHoBaHue nokasarens Hopma o HTT Pesynbrar ucnsitannii
n/n
1 Buewunuii Bun AKHAKOCTh JKEJATOro 1BETa Cooteerctayer
2 3anax CO CNeUH(UUECKHM 3amaxom CootsercTyer
3 PactBopumocTs Xopowo pacTBoOpHUM B BozE CooteeTcTBYeET
4 Bonoponustii mokazartens 7+1 6,8
5 AHTaroHUCTHYECKAA AKTHBHOCTD K
TECT-KYy/IbTYpaM (30Ha yrHEeTeHus
pocTa, MM)
Shigella sonnei - 32; He menee 5 3
Salmonella typhimurium - 2606; He menee 5 8
Staphylococcus aureus - 209; He menee 8 8
Candida albicans - 620 He menee 6 10
6 IMomnuHHOCTE HonxHbl IPUCYTCTBOBATE OaxTepuu CooteetcTayer
Bacillus subtilis mramma BKIIM B-
10641
7 KommuecTso xuBbIx MukpoGHbIx
KneTok, Bacillus subtilis BKIIM B- | 1x10° 2,7x10°
10641, KOE/mn, He Menee
8 Mukpobunonoruueckas yncrora
(Hanuune B 1 r npenapara):
Enterobacteriaceae; He nonyckaercs CoorsercTyer
Pseudomonas aeruginosa; He nonyckaercs CoorsetcTByer
Staphylococcus aureus; He nonyckaercs CootserctByer
TIOCTOPOHHHX MUKPOOPraHU3MOB, B
T.4. ¥ rpHOOB, THIC/T He Gosiee 300,0 CootsercTayer
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